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Species Gene Symbol Gene ID GenBank Accession Transcript
Human NAAG60 79903 BC011267 NM_024845
About the gene

Official Symbol NAAG60

Previous Symbol NATIS

Official Full Name | N(alpha)-acetyltransferase 60, NatF catalytic subunit

Synonyms FLJ14154

Location 16p13.3
Gene Type protein-coding gene
Uniprot ID QI9H7XO0

Pathway/Library others

This gene encodes an enzyme that localizes to the Golgi apparatus, where it transfers an acetyl group to
the N-terminus of free proteins. This enzyme acts on histones, and its activity is important for chromatin
assembly and chromosome integrity. Alternative splicing and the use of alternative promoters results in
multiple transcript variants. The upstream promoter is located in a differentially methylated region (DMR)
and undergoes imprinting; transcript variants originating from this position are expressed from the
maternal allele.
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d. USCEIVRAT A0 i 1 R D 5 A kAT 5 7%, CARAA RIS 0 RS TR ERF . W AN AT A, VRA7 40 i T 7E-80°C
SRR H
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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